200

gma-miR1|56d/GIyma.05(|301900|0.2

sof o f — T R -

ool S S S -

Degradome Abundance(TP10M)

I TS T e T W N h...l hald 1 ||l| ._|_..I —

0 500 1000 1500 2000 2500 3000
Nucleotide position (nt)

| PR




