120

=
H )] 0o o
o o o o

Degradome Abundance (TP10M)

gma-miR156q9/Glyma.01G063700.6

aud P

i ,51.4 ul.L...l _‘lIL o

L o al a
500 1000

1500 2000 2500

Nucleotide position (nt)



